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/Agi@@d  As one of the most important components of the wetland ecosystem, soil microorganisms play an important role
in many ecological processes including material cycle and energy flow. In this paper, we reviewed the functions of wetland
soil microorganisms, related research methods, and the influencing mechanisms of environmental factors on microorganisms.
The functions of soil microorganisms are mainly represented by elements cycling, material transformation, energy flow and
ecological restoration, etc. The research methods of soil microorganisms mainly include traditional microorganisms counting
method, microorganisms physiological indexes method, and molecular technique. The influencing mechanisms of various
environmental factors on microorganisms were mainly reviewed from two aspects: natural factors and anthropic factor. Finally,
further studies should be focused on the mechanisms of microorganism functions, the correlation between environmental
factors and microorganisms, as well as the combination of traditional methods with molecular techniques. Ref 51
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